The title compound, C 20 H 42 O 3 S 2 Si, crystallized with two independent molecules (A and B) in the asymmetric unit. They consist of syn,anti,anti-stereotetrads with a 1,3-dithiane motif and a primary alcohol protected as the triisopropyl silyl ether. The 1,3-dithiane ring adopts a chair conformation, while the rest of each molecule displays a common zigzag conformation. There is an intramolecular O-HÁ Á ÁO hydrogen bond in each molecule. In the crystal, the A and B molecules are linked via O-HÁ Á ÁO hydrogen bonds, forming -A-B-A--B--chains along [010]. The absolute structure was determined by resonant scattering (anomalous scattering) [Flack parameter = 0.035 (8)].
Related literature
The title compound was obtained as part of our studies toward the synthesis of (+)-crocacin C, using an epoxide-based approach for the stereotetrad construction. For the one-and two-dimensional NMR spectra of the acetonide product, see: Rychnovsky & Skalitzky (1990) . For the isolation and biological activity of crocacin, see: Kunze et al. (1994) ; Jansen et al. (1999) . For the dithiane epoxide cleavage, see: ; . Rodríguez et al. (2006) . For biological activities of polypropionates, see; Li & Menche (2009); Rohr (2000) . For a related structure, see: Valentín et al. (2012) . 
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.860, T max = 0.882 38635 measured reflections 9653 independent reflections 8808 reflections with I > 2(I) R int = 0.062 
Refinement
Data collection: APEX2 (Bruker, 2012 ); cell refinement: SAINT (Bruker, 2012) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL2014 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
as well as by X-ray crystallography.
Polypropionates are a common moiety consisting of a stereodefined array of methyl and hydroxy substituents in an aliphatic chain. Their structure is found in various natural products, many of them possessing a wide range of biological activity (typically antibiotic, antitumor, antifungal, antiparasitic, among others) (Rohr, 2000) . Different methodologies have been applied for their synthesis, although the aldol approach continues to be one of the most used methods (Li & Menche, 2009 ). An alternative approach to their synthesis is the regioselective cleavage of oxirane rings. The methodology developed in our lab consists of a reiterative sequence in which a disubstituted epoxide is regioselectively cleaved with either a propynylaluminum reagent (Dávila et al., 2007) or Grignard reagent (Rodríguez et al., 2006) , followed by reduction (if needed), and further epoxidation of the newly formed alkene. In this methodology, the configuration of the hydroxyl functionality is determined by the configuration of the epoxide, while the syn/anti relative configuration of the methyl and hydroxyl groups is defined by the epoxide geometry. In this substrate controlled synthesis of the title compound, the configuration of the formed hydroxyl group was determined by the configuration of the substrate epoxide, while the anti relative configuration obtained between the formed hydroxyl and methyl group was due to the cis-geometry of the epoxide.
S2. Experimental
The synthesis of the title compound is illustrated in Fig. 3 . It was synthesized using Nakata's modified protocol 7, 71.4, 65.2, 52.4, 42.6, 33.9, 31.5, 30.8, 26.5, 17.9, 13.1, 11.9, 11.5. [α] 20 D = -12.9 (c = 1.0, CHCl 3 ). Anal. Calcd. for C 20 H 42 O 3 S 2 Si: C, 56.82 %, H, 10.01 %; Found: C, 56.53 %, H, 9.78 %.
S3. Refinement
All atoms, except hydrogen, were refined anisotropically. The H atoms were placed at calculated positions using suitable riding models except those located on the hydroxy groups, which were found directly on the difference Fourier map and refined using DFIX constraints. Aliphatic H atoms were included in geometrically calculated positions, with C-H distances constrained to 0.98-1.00 Å. Methyl H atoms displacement parameters were set at U iso (H) = 1.5U eq (C). Hydroxy H atoms were located from a difference Fourier map and allowed to refine freely. Table 1 for details; H atoms not involved in these interactions have been omitted for clarity). (10) 
